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Observation of the relapse rates of condyloma acumimatum with different human papillomavirus genotypes in men
ZHANG Jun ,HUANG Yanchun ,XUE Shan et al. 1.Department of Dermatology ; 2.Department of Outpatient, Jiangxi Province Peo-
ple’s Hospital ,Nanchang 330006 , China.

Abstract: Objective To obtain the data of Human Papillomavirus (HPV) genotypes distribution in lesions of male Condylo-
mata acuminata (CA) patients in Nanchang of china,and its relationship with clinical relapse rate. Methods 128 tissue specimens
were tested by gene chip microarray. 128 samples of patients with male CA were detected by gene chip microarray to obtain the
distribution of 28 HPV genotypes;at the same time,the patients were treated with CO, laser and were followed up for 6 months to
determine if the recurrence. EXCEL2003 software was used to describe the distribution of HPV-DNA in male CA and SPSS 17.0
software was used to analyze the relationship between the relapse rates and HPV-DNA. Results 28 HPV genotypes were detected
in 128 tissue specimens from 128 CA patients ;main genotypes were HPV6(52.34%)/11(37.50%)/52(22.66%)/16(13.28%)/43(10.
16%). 67 of 128 HPV DNA positive patients were infected by multiple HPV genotypes,most of which were dual infection (35/67);
64 patients were infected by high risk HPV-DNA ,most of which were infected by both high risk and low risk subtypes (42/64). 65
patiens were recurrence and the rate of recurrence was 50.78%. The relapse rate of the group with infected patiens by high risk
HPV genotypes,by HPV52 or by multiple HPV genotypes was higher than the relapse rate of the group with infected patiens by
low risk HPV genotypes, by non-HPV52 or by single HPV genotypes (all P<0.05). Especially,the relapse rate of patiens by mixed
infection with both high risk and low risk HPV genotypes was more obvious than the relapse rate of patiens in low risk group (P<0.
001). The relapse rate of infected patiens by HPV16 was higher than the relapse rate of infected patiens by non—-HPV16 ,but no
statistical significance (P>0.05). Conclusion HPV6/11 are the major positive HPV genotypes in male CA. Multiple infection are
the major pattern of HPV infection in male CA. The clinical relapes rate of the male CA is significantly higher in infected patiens
by high risk HPV genotypes,by HPV52 or by multiple HPV genotypes,who should be more concwened in clinical.
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